. 46 However, due to the complexity of wheat genome, none of these genes were cloned. 47 Here, a common wheat mutant (S-Cp1-1) with extremely compact spikes was isolated, 
Materials and Methods

56
Wheat materials and growth conditions spikes of S-Cp1-1 and WT were scanned using an optical microscope (Olympus, Japan) 75 and EPSON perfection V700 (EPSON, Japan). The spikes at the heading stages were 76 fixed in FAA (70% alcohol : 37% formaldehyde : acetic acid = 18 : 1 : 1, v : v : v) and 77 embedded in paraffin. Then, the paraffin wax was cut into 6-μm sections using a Leica 78 slicer (Leica, Inc., Germany). Safranin O/ fast green (Solarbio) was used for staining. The 79 splices were photographed using a BX60 light microscope (Olympus, Japan China). All of the experiments were performed following the manufacturer's instructions.
120
The primers for qRT-PCR are listed in Supporting information Table S2 .
121
5′ modified RACE
122
The 5′ modified RACE was performed as reported previously (Llave et al., 2002) .
123
Total RNA was isolated from spikes of the mutant and WT at the pistil initiation stage 124 using a Plant RNA extraction kit V1.5 (Biofit). The primers for the first and second PCR 125 products were Q-cDNA-R and 3′RACE-R (Supporting information Table S1 ). The spike densities of these nine mutants were similar 228 to that of S-Cp1-1 ( Figure 5A ). 
